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El Genoma Humano

La molécula de ADN fue descubierta en
1951 por James Watson , Francis Crick y

(izquierda) y Francis Crick (derecha)
describieron la estructura en doble hélice
de la molécula de ADN como una especie
de escalera de caracol con muchos
escalones. En 1962 ambos recibieron el
Premio Nobel de Medicina por su trabajo.
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CATGTTTGATTTTTTCAATTTTCGTCGCAGATTTTGTCGGTTTTGGGTACCTGGAACATTTCTCGACCA
ATAGCTCCGGAACTATTAGAAATAACCCCATAAAGTGTGCTATCGTTGGAAAGCTCTTTAAATTATCTA
TTTTTTCAGAAAAGATTGTTGTTCTCCGACTAATAGTTTTCGAGCAAATTGCTGCTAAATGCAAAAATT
GGAAATTTTATTGGTCAAATTAGCTAATAACTAATTTGTCCAGCAAGAACCACGTGGAGGTTTAGAGC
ATTCTTGCCAGGAAAAAGGATATAAGGATGAGGTAAACAATGATTACTTCAAATGAAGGGAATAAAGG
AATTATTGGTTTTGAAATAAAAAAATACAACACAGAAATAAAATGCACCTACCTTTATGGCTTCCACGT
TGGCTACTGTTTAGCAAAACAATAAAAAGAAATTAAAAACAACACCATTAAAAAATCTTAATTTGCATG
AAAATTACTACAGCGACATAATTTAAAGGTGTAAAAAACAATCAAGAATACTTATTATATTTAAGGATT
GCTCTAATTGGTCATGCAGTGTATTATCGTTAGAAGCTCTTTCAATTATCTATTTTTTTCACAAAAGATT
ATTGCTCTCCGACTAATAGTTTTTTTAAATATATAAAAAACTATTGGGAAGTTGGCAGTTGTCTCGATG
CTAATCGATTTCCCGGATCATTTTGCATAGGTAGATTAAAATAGTTCCACTTTTTCTAATAGTTTGTTCT
AGTGAATTCAGCGGCTAATTTTTGTTTATACGCTTTTCATTTATTTATAATTTATAATTTTGAATGTTTTT
GCTTAAAATTGTAATAATCAAGTCTTACATACGGATGTCCGGAACATTTATCTAGCAATAACAACGGAA

CTATTAGAGATAACCGACCGAACATAATCAACTGTGATACAGAACAATGGAATTATTGGTCAAAATATGGATAGTC

AATCCTCGTTGAGCTTGTAATTGAATTCCCCATGATTGGCATCAAAATTTGACCTTTTAATTTTTTACCATTTTTCGCAAATTTTGATGATGTTACCCCTTATCGAA
AATGCAAAATTGGACCCAAAAATTGATTTTTCAAAATCCTTCAAAAAATTGATTTTGTCAGTTTGTATTGGTAAAAAGCTGTAAAAAAAAAGCTATTGGTTCATCTTT
ATAAGCATTTTTGGCCAAGTTATGAAGAAAAGACCATTCGTAAATAGCGGATTTTTCCAAAAACCGATTTTCCGAATTTCCATAATACATCAATAGGTTTTTGGCCA
TAACTTTGAAATAATAGTCTGAATTCGGAATGTCATATATCGTTGAGCTCGTAATTAAATTTCCATTCAAACTGTATTCAAAATTGGAATTCTATTTTTTACCAATTTT
TTGCAAATTTTGATGATGTTACCCCTTACCGAAAATGCGAAAATCGACCCAAAATTTAATTTTTCAAAATCTTTCAAAAAGTGATAGGGATACTTAGTATTGGTAAA
AAGCTGTAAAAAAACAGCCATTGGTTTATCTTTATGACCATTTTTAGGCAAGTTACGATGTATAGATCTTTTGCAAAAAGCGGATTTTTCCAAAAACCGATTTTCCA
TAATAAAATAATCTGTTTTTTGGCCATAACTTTAAAAATAAGAGTCTGAATACGGAATGCCATATCTCGCTGAACTCGTAATTACATTTTCATTCAAACTGTATTCAA
AAATTGGAATTCTATTTTTTACCCATTTTTTGCAAATTTTGATGATGTTACCCCTTACCGAAAATGCGAAAATCGACCCAAAATTTAATTTTTCAAAATCTTTCAAAAA
GTGATAGGGATACTTAGTATTGGTAAAAAGCTGTAAAAAACAGTCATTGGTTTATTTTTATGACCATTTTTAGGCAAGTTACGATGTATAGATCTTTTGCAAAAAGCGGATTTTTCCAAA
AACCGATTTTCCATAATAAAATAATCTGTTTTTTGGCCATAACTTTAAAAATAAGAGTCTGAATATGGAATGCCATATCTCGTTGAGCTCGTAATTAAATTTCCATTCAAACTGTATTCAA
AAATTGGAATTCTATTTTTTCCCATTTTTTGCAAATTTTGATATGTTACCCCTTACCGAAAATGCGAAAATCGACCCAAAATTAAATTTAAAATCCCTCAAAAAGTGATTGGGATAATTAG
TATTGAATATCTCTTAAACTGTTATTCTTTTAACTATACGATCATTGTTAATCCAGTTTAGGCAAGTTACGATGTATAGATCTTTTGCAAAAAGCGGATTTTTCCAAAAACCGATTTTCCATAATAAAATAATCTGTTTTTTGG
CCATAACTTTAAAAATAAGA.......
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El Genoma Humano

PREGUNTA:
¢Como podemos saber que regiones de un gen o de un genoma son
regiones codificantes y cuales no?.

RESPUESTA:
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Languages: (e

Singular Oligo Search

eb tool devised for fast screening of the oligonucleotides composing DNA sequences. The fast analysis of
! posing q y

e abundances of DNA- s (oligonucleotides) is very useful to detect specific oligonuclectides among discrete DNA
sequences, chromosomes or ev enomes.

g

UVWORD-
nucleotides-

implements four kind of analysis based on the exhaustive computing of the oligonucleotides from

ies in Source. An additional parameter, window size, must
the user wants to add tog to obtain averags unts.
he frequencies for every one of the oligonucleotides are computed. For
ble

window size = 1, no averages are calculated and only
window size > 1, a third column with the average associated variances is added in th

In Smoothing option, unlike to the previous option, averages are calculated liding windows.

The user may choose the option “all” or “between"

nt oligonuclestides of a given le in a DNA seques
ned frequencies (L_INF and L_SUP). The former returns a table in text format with all the oligon
frequencies. The later returns a table with those oligos which frequencies are equal or higher than L_INF but also equal or lower th

In Two sequences analysis all difierent oligonuc
that are |ess or as frequent than a number F_INF in

otides are computed, and the analysis retums a table with all the oligos (and their respective freq
e first sequence and at the same time more or equally frequent than F_SUP in the second sequence

For any question or suggestions contact with: Vicente.Arnau@uv.es

http://protegeno.uv.es/
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UVWORD-WEB |t g =1

SEQUENCE 2

Homo sapiens - Homo sapiens hd
Chromosome 22 - @ Chro e 2 Chromosome 21 -
Sequence file 1 Sequence file 2
rd size: 12~ nucleotide:

FREQ ES

cy LESS OR EQUAL to 2 in SEQUENCE 1 and GREATER OR EQUAL to 60 in

9] Use cache | Analyze

Singular Oligo Search
The idea of this routine is

the oligos

JP times in th
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. Marin. 11 - 2008 -

= V. Arnau; F. Ferri;

35058378 WORDS of 12 nucleotides in File human
35449345 WORDS of 12 nucleotides in File human

_chr22

_chr2l

FINF = 2 ESUP = 60

WORD

ARRIGICCACTT
| ARCTCTGTGAGT
| ARTGGATTGGAA
AATGTCCACTTG

| aTeeacTeeRAT
| aTerccactTee
CARRTGTCCACT
CAATGGAATGGA
CATTGTTTTGGG
CCCATIGTTITG
CTTGAATGGAAT
| sanccecaTICA
GARTGGAATGTA
GARTGGACTGGA
GATTGGAATGGA
GCARTGGARTGG
GGAARTGGACICG
GGARTGGACTGG
GTCCACTTGCAG
GTGGAATGGRAT
GTGGAATGGAGT
GTGGAGTGGRAT
TCTGAGAAACTT
| TeacTGETGRGT
TGAGTTGAATGE
TGCARTGGARTG
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B metionina.txt - WordPad
Archivo Edodn Ver Insertsr Formato  Ayuda
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http://uvwordweb.uv.es/

UVWORDWEB

Select Sequences.

OligoProfile »

0ligoSmooth » ZuILiE: TARGET
Relative Frecuency - SPECIES = - SPECIES - [~
FreqWord ® EI ® 3

HultiProfile Length of the oligonudleotide

1 [=]n

Configuration output
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UVWORDWEB

UVWWORD TOOLS

OligoProfile »
° Drosoph| ¢ Favoritos | 5i &) Error de certificado Naveg... @] Error de certificado Naveg...
Q http://uvwordweb.uv.es/exec/resul_EICVSWI_dro...
Input file = droso_chrX.fa
Number of nodes created = 65
Levels of the tree = 13
°
LDC!E.\.DH_IASE_D!SE String
3962087 ACGACGAGTCAC
9018607 ACGACGATIGAC
I
20047730 ACGACGAGTAAC
20972875 ACGACGATTAAC
OTHER TOOLS

4 strings of 22422827 read bases
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NI IV ERSIT AT

El Proteoma

Colored circles represent proteins (nodes) Interactions (links) are represented by color:
» Light blue, known prot Red, high confidence (HC) interactions
Blue, medium confidence (MC) interactions
Green, low confidi




El Proteoma

GRAFO DE INTERACCIONES

- Leemos de la base de datos un conjunto de interacciones directas
entre proteinas y creamos el grafo.

Bnil <> Actl
Aipl &> Srv2
Aipl € Actl
Pfyl € Actl
Pfyl € Srv2

Srv2 &< Slal

NI IV E RSTC SNA LENCIAS

El Proteoma
UVCLUSTER: ANALISIS DE INTERACCIONES ENTRE PROTEINAS

Convertimos Grafo de Interacciones en Tabla de Distancias entre proteinas.

PRy
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svi3

Cml

Swel

Hs17

Bnrl

Yhi070w
Srv2
Ynl094w
Aipl
Piyl
Bnil

Slal

Rvs161

Abpl

Ybr108w

Rvsl67

Actl

El Proteoma

Yjt083c

Ypri7lw

Acf2
< Ypl246c

Ygr268c

Yhrl33c

Lasl7

Ysc8d

Cofl

El Proteoma
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El Proteoma
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T E m Préximo Seminario
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Curso de C"mu ?
Genética Humana Enrique Pérez Paya
miércolez, 30 de anero de 2008
2426 Eoera da 2008 12:30
Instituto de Biomedicina de Valencia
Pl T rmasTENO Caonsejo Superior de Investigaciones Cientificas
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v
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& Vicente Amau: Universidades (Investigacién) - Windows Internet Explorer
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