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Exploring the Common Human Gut Eukaryotic Microbiota around the World
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METHODS

In recent years, thanks to advances in massive sequencing 1) Meta-Omics Dataset Curation Toolkit: a workflow that provides a standardised methodology for curating
technologies, many large-scale metagenomic studies have and processing raw metadata of public projects hosted in the European Nucleotide Archive (ENA) repository.
been carried out to characterise the complex consortium of 2) Quality Control: fastp (3), MultiQC (4) and Bowtie2 (5) have been used to process the raw data.

microorganisms that constitute the human gut microbiome.
However, the vast majority of these are mainly focused on
bacteria, leaving aside the role of eukaryotes (1). ® ( Publication )  Meta-Omics Dataset Curation Toolkit

3) EukDetect: an eukaryotic taxonomic profiler engineered to work with WGS metagenomic data (6).
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