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UVWORD-WEB: a web-based
tool for DNA word analysis
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INTRODUCTION

We have developed a novel web-based tool for DNA word analysis: UVWORD-WEB
Itis freely accessible for registered users at http://protegeno.uv.es/ and it has been optimised
for Internet Explorer 4.0 or higher. The program has been written in a combination of HTML,

Javascript, PHP and C languages. This last language has been used for increasing the speed
of execution of the algorithms of analysis.

UVWORD scans for words of a particular size a given sequence and present four different
types of analysis:

»>Frequency Analysis .

»Frequency Comparative Analysis.

»DNA Comparative (Source-Target Analysis).

»Smoothing Analysis.
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RESULTS AND DISCUSSION:

Algorithms have been optimized to allow a speed of at least 16 millions of words per second for k = 8 and at least 3.5 millions of words per second for larger ks
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